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1 GGTCTCTGGAGCGCCCTGGGTTGCCCGGCCGGTCCCTGCCGCTGACTTGTTGACACTGCG 

61 AGCACTCAGTCCCTCCCGCGCGCCTCCTCCCCGCCCGCCCCGCCGCTCCTCCTCCCTGTA 

121 ACATGCCATAGTGCGCCTGCGACCACACGGCCGGGGCGCTAGCGTTCGCCTTCAGCCACC 

181 ATGGGGAAT GGGATGAACAAGATCCTGCCCGGCCTGTACATCGGCAACTTCAAAGATGCC 

MGNGMNKILPGLYIGNFKDA 20 

241 AG AGACGCGGAAC AATTGAGCAAG AACAAGGT GAC ACAT ATT CT GT CT GT CC ATGAT AGT 

RDAEQLSKNKVTHILSVHDS 40 

301 GCCAGGCCTATGTTGGAGGGAGTTAAATACCTGTGCATCCCAGCAGCGGATTCACCATCT 

ARPMLEGVKYLCIPAADS PS 60 

361 CAAAACCTGACAAGACATTTCAAAGAAAGTATTAAATTCATTCACGAGTGCCGGCTCCGC 

QNLTRHFKESIKF IHECRLR 80 

421 GGTGAGAGCTGCCTTGTACACTGCCTGGCCGGGGTCTCCAGGAGCGTGACACTGGTGATC 

GESCLVHCLAGVSRSVTLVI 100 

481 GCATACATCATGACCGTCACTGACTTTGGCTGGGAGGATGCCCTGCACACCGTGCGTGCT 

AYIMTVTDFGWEDALHTVRA 120 

541 GGGAGATCCTGTGCCAACCCCAACGTGGGCTTCCAGAGACAGCTCCAGGAGTTTGAGAAG 

GRS CAN PNVG FQRQLQE FEK 140 

601 CATGAGGTCCATCAGTATCGGCAGTGGCTGAAGGAAGAATATGGAGAGAGCCCTTTGCAG 

HEVHQYRQWLKEEYGES PLQ 160 

• ••••• 
661 G ATGC AGAAGAAG C CAAAAACAT T CT GGG T AAAT ATAAGGAGCAAGGGCG C AC AGAGC C C 

DAEEAKNI LGKYS.EQGRTEP 180 

7 21 CAGCCCGGCGCCAGGCGGTGGAGCAGTTTTCCGGCACTGGCTCCGCTGACCTACGATAAT 

QPGARRWSSFPA L..A P L T Y D N 200 

• ••••• 
7 81 TATACGACGGAGACCTAACGCAAGCGACCTGCTGCCTTCCTTCCCACTGCTTGTCTTCAG 

Y T T E T * 205 

841 TGTGCCCGGCTGGGCAGGGTGCGGTGGTGGTGGCCGATGAGACAGGAAAGGGAGATAGCC 

901 AGGGCGAGGTGGGGCGAGGGCTCTTTCCCCCAAGCAACACCGCCCAGCCTTGTTCCAGGC 

961. CCTTGCACTCCGCCCACCCTACCTGGCTGCACCTGAGCTTGCTGCCCCCGGGGATGTTGC 

1021 CCAGTGGCTGTGCACTGCTCTGTGCACGTGCGTGTGTGTGAGTGCACTTGTGTGTGGGTG 

.1081 ACTAAGTGGATGCATGTGTGTGCCTGTGTGAGTGAGGGTATGTGCACCTAAGTGTGTACA 

1141 TGTGTGTATGTTGTGAAAGTGTCTGTGCACATGAATGTTTGTGTGAGTGTGAACTCTTTC 

1201 TTACTGCTGGAAGTCACA 1218 
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1 AGCCCGGCGCGGCCATGGGGAGTGGGATGAGCCAGATCCTGCCGGGCCTGTACATTGGCA 

MGSGMSQILPGLYIGN 16 
6 1 ACT T CAAAGACGCAAGAGATGC AGAAC AGT T G AGCAGGAACAAGGT GACAC ACATT CTTT 

FKDARDAEQLSRNKVTHIL S 36 
121 CTGTGCACGATACTGCCAGGCCCATGTTGGAGGGAGTTAAATACCTGTGTATTCCAGCGG 

VHDTARPMLEGVKYLC I PAA 56 
181 C AG AC ACACC AT CT CAAAAC CTGACAAGACAT TTCAAAGAAAGC ATT AAATT CATT CATG 

DTPSQNLTRHFKESIKFIHE 76 
241 AGT GCCGACTCCAGGGTGAGAGCTGTCTTGT ACATT GCCTGGCTGGGGTCTCCAGG AGT G 

CRLQGESCLVHCLAGVSRSV 96 
301 TGACATTGGTGATCGCATACATCACGACTGTCACCGACTTTGGCTGGGAAGATGCCTTGC 

TLVIAYITTVTDFGWEDALH 116 

3 61 ACACTGTTCGTGCGGGGAGGTCCTGTGCCAACCCCAACCTGGGCTTTCAAAGGCAGCCGC 

TVRAGRSCANPNLGFQRQPQ 136 
421 AGGAGTT TGAG AAAC ATGAAGTGCACCAGT AT CGGCAATGG CT GAGAGAAGAGTATGGAG 

EFEKHEVHQYRQWLREEYGE 156 

4 81 AGAACC CT TT G CGGGATGC AGAAGAAGCCAAAAAT ATT CT GGGT AAAT AT AAAGAGCAAG 

N PLRDAEEAKNI LGKYKEQG 176 
541 GGCGCATGGAGCCCCGGCCTAGCAGCAGGCGGTGGAGCAGCTTCTCAACCCTGCCTCCTC 

RMEPRPSSRRWSSFSTLPPL 196 
601 TCACCT ACAATAACTACACAACAGAGACCTAACAGAGAGAGCTGGTGTCTGCCTTCCTGC 

TYNNYTTET* 205 
661 TGCGGGTCTTCTGGGTTGCCTACCATGTGCTGGTGTGCCTGGTGTGCTGGCTCCTGCCTC 
721 TGAGGACT ACGAG AGGAGGTCGC AGCAAGGTGGAGC ACT CAGGGCT CCTT CT C AGAAT AC 

7 81 CGCCCTACTCAGGCTTTTTCACTCTCCCATCTTCGCCCCATCTTTTCCTCACCTGAACTT 

8 41 GCCCAACCTGGGATGCTGCCCGGCCACCGTGTACTTCTCGTATGTGTGCAGGCGTGTGGA 
901 T GTGCAT GT AT GT GT CTAAGAGT GTGCATAT AT ACCT ACAAAT GT ATGC ATT GT GAACAA 
961 GTACACATGTAAATGTGTCTCTGCATGTGGGCACTGAGTGTTTATGGTGCTGAAAGTTAT 

1021 AAACACCCGCTGCCAGAACTGCAATGGTCACATTGTTCAATCCCACATGGAAGTCATTTG 
1081 AACTTGGCCTCCTGGAAAGCTACTCCACCAAGTACAGCTTATGCCTGTGCTGAGTGAGAG 
1141 CT C AGGGT GTGGGC AGCT GGAAACAGTGGTGTT CCAGAT T CTGAGATGGCAC AGAGGAAG 
1201 GGACAGGACCCTCCTGAGGAAGAGTGGCATAATCCTAGTGAGTTTTATGTCTGTGGGAAC 
12 61 AAGGGAGGGGCTTTCTGAGCACTGTCTTGGACTTGATAAGTATACTTGCCAGCCCGTCAT 
1321 GGCCCTGAGTTCCACTGGTGCCTGCTCTGCGTGGGACCAGCGTCATTTGACTTTCATGGT 
1381 G AT AT GGT ATGGTGAC AGGGT GG ACCT GAGACTCAGTAGGCCT AT ACCAGAGGTCTGGCC 
1441 CACTCCTGTCTGCTTTTAAACACTTTAGCTCTGGCTTAGCTCTTGTTGCAGGGGTCTCAT 
1501 CTCAGGTTTGCATGTACCTGCAGGAACTGGAAAGAAAGGCAGTTATTAAACTCCATAGCC 
1561 ATTTGTGATTTAAAATGCCTACGCATTCACTGAGCT.CACTGTTGTATGCTGTGGATTTGA 
1621 CCGCTACCTCATGAAGTTCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCCT 
1681 TCCTTCCTTTCTTTCTTCTTTAAGGTTGAGGTTTCTTTGGTACCCCAGTCAACTCTGCTT 
17 41 CATAGTTGAGAATGTTTGTCATGTGACTATTGTTTTTGAAACCAAAGAGAAGAGCATACT 
1801 TATGTCATTGAGTGATTTAAAATTTGCAGCTTGGCTTCTGTAGGGTTTTCTAGTGAGTCA 
1861 AACCTACATTCTGACCATGAGAGTCCTTAGTTCAAAGTATGTGGCAGCAGGCACCCCTAG 
1921 AAGTTTTGCACAGTCCAGTGTCCAGTCCTTTATGCCAATTCACGTTGCTTAAGCATGCAG 
1981 GACCATGCAAATGAAAAATACACTCAACCTCTCCCTAAACGTACTGTGACCAGGCATCTC 
2041 TGAAGCTTAAGAAACCCCCAAGAAGCCCCCGAGGAGCTGGACAGTGGTGGCACACACCTT 
2101 TAATCCCAGCTTTTGGGAGGCAGAGGCAGGCGGATTTCTGAGTTCAAGGCCAGCCTGGTC 
2161 TACAGAGTGAGTTCCAGGACAGCCAGGGCTACACAGAGAAACCCTGTCCCGAAAAACCAA 
2221 AAAAAAAAAAAAAAAAAAGGAGAAGCCCCTGAGGAAGAAGCAGCAGGCC TCTCTCTGTGT 
2281 GTGTGGAGCTCTCAGGGACCCAGGGAAGGTGTGGTTGCCAGCTCTCTGTGTGCAGGCCGT 
2341 GCCAAGCAATAGCATGAGTGACGCCTGAGTACCTGAGTATGTGTGCACGTGTATGAACAG 
2401 CTGCATACCTTTCCATAGGTTCTCAACTGTCTCAATTTTTGTTGCCAGTAATGTTCTTTC 
24 61 TCCACAGCTGCTCCGGGAATTCTGAAGTACTGGGCCTTTCTCAGAAGACTGTAATGTACC 
2521 TGAAGTTTCTGAAATATTGCAAAGTTCAGGCTGGTGCTGCCAAAAAGAAAA GTGATGTAA 
2581 AGTTTATTTTTAAGAATCCAATAGTGATTTGTATACTTGTTTTTTTTTCATTTTAAACCA 
2 641 AATGCATGT ATAAT CATGT GGGAAT ATGTT AAGATCT ATGG AT ATT CT GT AGCAAGAGAA 
2701 ATATCTTTGCCTTAACTCCACTGCTGTGGTTGTTCCTTGGACCTGACCGATGCTCATACA 
27 61 ATAATCTCAAGAGCCCTGTCTGTTTCGTAATAGTAACTACTTCTCATGAACACTACCCAA 
2821 GGAGGAAGCCT GC ACCT GGGAAGTGTGC AGT GTGAGCTCTGCCCTCCTGTTAAGTTCTCC 
2881 AGCTCTAGACATGTCTCTGGGTGTGTGTTTTATCTACTGGTGTTATTCTATATGGTAGAA 
2 941 TTACCAAAAGCTATTCAGATTTCTTAATAAAGGGCAAATCCCGGAATCTTTTGNTTTTTA 
3001 CCCTGGAAGA 3010 
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FIG.3(b) 
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FIG. 3(c) 
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FIG.6(b) 
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FIG.7(a) 
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FIG.7(h) 
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FIG.8(a) 
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FIG. 8(c) 
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